Underlined SNP markers were detected during the 'combined' mapping approach but not during the 'APR-specific' mapping approach. SNP markers in bold were detected in both mapping approaches b
Chr '0' indicates unmapped SNPs that were significant in the analysis c R 2 Indicates percent of phenotypic variation explained by the significant locus
The '+' sign indicates that the SNP was also detected in GWAS results in each of the environments. The '-' sign indicates that the SNP was detected only in combined analysis of all environments, and not in individual environments Submit your next manuscript to BioMed Central and we will help you at every step: 
